Genetic diversity of the novel coronavirus
SARS-CoV-2 (COVID-19) in Portugal

More information at https://insaflu.insa.pt/covid19

The National Institute of Health Doutor Ricardo Jorge, I.P. (INSA) has analysed 40155 SARS-CoV-2 genome sequences so far.

Relative Frequencies of SARS-CoV-2 variants/lineages (National)

1.0 L] | .;_—_
| | I - Variant
Alpha
0.8 @ Beta
g [ Gamma
(7] Delta
3 @® Omicron_BA.1
gO.G* | Omicron_BA.2
o @ Omicron_BA.3
o @® Omicron_BA.4
> 0.4 Omicron_BA.5
E Other
]
€02
oo MERNENENEERNNEE p I weeks
“)%of \_,ov, o"og;ovi jov,‘)oezosq_,{og;q_,{ovg_,oeoe N 2 z \) “’ ‘;0"o{:ojovbo%)oeogo"ogo"oio"o ojoeogoeogoeovbojogeojo ov,eo a*’e 0*’@ 29-30
Year - ISO week
Figure 1:
Variant
ACORES-RA BORTE Eotmmey
. Omicron_BA.5.2
. W Omicron_BA.5
* Lineage BA.5 of the variant Omicron (including its mutiple - B Onicron oA 512
sub-lineages) is dominant in Portugal since week 19 . —— I Omieron BAS_BE 11
. | — Omi _BA.5_BF.5
(09/05/22 - 15/05/22) and presents a relative frequency of IOE.E[‘SE,BA.Z.lz.l
. . . Omicron_BA.5_BE.1
97% according to the most recent national sequencing survey B omron 8455
micron BA..1.
on week 30 (25/07/22 - 31/07/22). . Ll Smen ens
M Omicron_BA.5_BF.4

Omicron_BA.5_BF.1
Omicron_BA.5.1.1
Omicron_BA.4.4

Il Omicron_BA.5.2.3

— N — | ] CENTRO Omicron_BA.2.52

© Sorhae omswer _zuzawas _zoadwas oz Omicron_BA.2

Omicron_BA.5.1.4

Omicron_BA.2.9

Omicron_BA.5_BE.3

Omicron_BA.5.3.3

Omicron_BA.2.56

Omicron_BA.5_BF.2

Omicron_BA.5.2.4

Omicron_BA.1.17.2

.11 entries

Lineage BA.4 of the variant Omicron has revealed a stable
relative frequency in the latest sequencing surveys, :
representing 1.6% of the sequences analysed in weeks 29 and s

30. ‘

Lineage BA.2 of the variant Omicron was dominant in
Portugal between weeks 8 (21/02/22 - 27/02/22) and 19
(09/05/22 - 15/05/22). Since then, its relative frequency has
been contit\uously decreasing, representing 0.8% o_f t.he IXVTEIO =T * IALENTEJO
sequences in weeks 29 and 30. We have been monitoring
the circulation of BA.2 lineages with an additional mutation in
position L452 of Spike protein (associated with resistance to
neutralizing antibodies). Among those, it is highlighted the
circulation of BA.2.12.1, although its relative frequency has
not exceeded 2% so far. Of note, no sequences of the sub-
lineage of interest BA.2.75 have been detected so far in
Portugal.

* It is estimated that the circulation of lineage BA.1 of the
variant Omicron (dominant between weeks 51/2021 and Figure 2:
7/2022) is currently residual.
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